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5 MHCDABF MHCDABR, MHC IIB ¢DNA
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, 200~ 400 g, 1IbF213  1IbR236, IbR48, Oligo
(FAO) € Groupers of the  dI-RA RA 3 5
World» "™ DA , 1 MHCIIBF
P 1 MH CIIBR MHC 1IB )
1 MHC IIB

MHCDABF 5 - GCAGCGTCTWYGACTT CTW CCCC- 3
MHCDABR 5 - TGTAGTAGATGAATCCAGCCAGAGA- 3
11bF37 5 - TCACCTCTGATGTCACTT CCACT G- 3
11bF213 5 — AGAAACAAGATTGCCATCGGAGCC- 3
TIbR 236 5 - GGCTCCGATGGCAATCTTGTTTCT- 3
11bR48 5 - CATCAGAGGTGACTTCCTTTCCGT - 3
Oligo-dT-RA 5 — AAGCAGTGGTAT CAACGCAGAGT GTAC(T) s VN- 3
RA 5 — AAGCAGTGGTATCAACGCAGAGT- 3
actinF 5 - AAGCCAACAGGGAGAAGATGAC - 3
actinR 5 - AAGCCAACAGGGAGAAGATGAC - 3
actinR 5 -~ GCCAGGTCTTCACCGCCGTCATGGT- 3
MH CIIBF 5 - ATGGCTTCATCCTTT CTCAGCT- 3
MH CIIBR 5 - ACTGGGGACCAGAATCCGTCCT- 3
SSCPIBF 5 -~ TCTCAGCTTCT CCCT CCTCTT CA- 3
SSCPIBR 5 - TGGGTAGAAAGCCT CAACGT GGTT C- 3
Y= C/T, W= A/T
Class I1 B & ‘S' T T T 34
MHCDABF; | | MHCDABR
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Epak-DAB»0201 |.......... ........ 4 ME.UTTS.VU ......... F.R.Y.F... .FT....... .H.....Y.. .N..F..S.P .F..QMR...
Epak-DAB*0301 |.......... ........ 4 .LNFUTA..U ..... P . oo Ihcarara¥iose 5 vee WTorare « o wmi w | SN a— YF.N.P .1..QWRGD.
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\ CLUSTAL i
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, MHC IIB 2 Ono '™
( B1 B2) 1 MHC 1B ,
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Dicentrarchus labrax 1

Dicentrarchus labrax 2
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58 1! Dicentrarchus labrax 3
51 1= Ducebtrarcgys kabrax 4
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Paralichthys olivaceus
Scophthalmus maximus
Epak-DABX 0301

Epak-DABX 0201

o4 || Epak-DABX 0101

76 ' Epak-DAB X 0401
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&
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100 1
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100 ,— Caiman crocodilus 1
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‘aiman crocodilus 2
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5
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The cloning and polymorphism of MHC class IIB gene
from Epinep helus akaara

DIN G Shae-xiong', ZHANG Zhiwen', DU Jia-ying', WANG Jun', ZENG Huasong',
WANG Ying', CHEN Xiao-feng’

(1 Department of Oceanography and Institute of Subiropical Oceanograp hy, Xiamen University, Xiamen 361005, China;
2 Third Institute of Oceanograp hy , State Oceanic A dministration, Xiamen 361005, China)

Abstract: M ajor histocompatibility complex is one of crucial innate immune factors in vertebrates. In this
study, RACE, Realtime PCR and SSCP techniques had been used to study the structure and expression
characterization of MHC gene from Epinep helus akaara, 4 complete cDNA sequences of MHC class IIB
chain from E. akaara was obtained, the sequences have the length of 1195~ 1355 bp, and contain a 3
UTR, promoters, a peptide-binding region(B1), an immunoglobulir-like region(B2), a transmembrane re-
gion, a cytoplasmic region, and 5 UTR. The size of their coding region is 750 bp, exhibits a classic MHC
3D molecular structure and abundant polymorphisms in the peptide-binding region. Within the peptide—

binding region, Bl included an alpha helical region and a beta sheet of four strands in antiparallel orienta
tion, while B2 forms a sandwhich-like structure made of two antiparallel sheets, with each containing sew
eral strands Using SSCP technique, we observed high levels of expression of polymorphism in 12 tissue
such as head-kidney, heart and liver. We also constructed phylogenetic tree based on Neighbour Joining
methods with IGC region of the MHC 11B gene. T hese results showed that the amino acid sequence of the
IGC region of MHC IIB is informative for phylogenetic studies in fishes.

Key words: Ep inep helus akaara; MHC class II gene; polymorphism



