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Construction of ¢cDNA libraries from Chinese shrimp
Fenneropenaeus chinensis

ZHANG Xiae jun', WANG Bing', ZHANG Shac-ping', LI Yun',ZHONG Wer hui',
LI Fuhua', XIANG Jian-hai'

(1. Institute of Oceanology, Chinese A cademy of Sciences, Qingdao 266071, China)

Abstract: Six ¢cDNA libraries of blood, eyestalks, ovary and cephalathorax of female, male, triploid Ch+
nese shrimp (Fenneropenaeus chinensis) were constructed using the cDNA synthesis and ZAP express kit
(Stratagene) . Total RN A was extracted with guanidine thiocyanate/ phenol/ chloroform. Synthesized cD-
NA was ligated with the EcoR 1 adapter and phosphorylated. After EcoR 1 adapters were digested and e
liminated with Sephrose— 2Bspun column, the ¢cDN A fragments that had more than 400 bp were collected
and ligated with the ZAP express vector. And then the ligated cDNAs were packed and incubated with XL
blue MRF’ . The content of each library is 0. 78 x 10°( blood) , 0.60x 10°( eyestalks), 0.36x 10°(ovary),
1.3 x10°(female), 0.20% 10°( male) and 1. 2x 10°(triploid), respectively. Inorder to detect the quality of
these libraries, the inserted fragments were amplified with the T3 and T7 primers. T he size of the inserted
fragments was 500~ 2500 bp. Moreover, antimicrobial peptide and B-actin genes were cloned from the l+
braries. All these results indicate that high quality ¢DN A libraries were obtained. These cDNA libraries
provide a very powerful tool to find new functional genes, analyze ESTs, and prepare gene chips and so
on.
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