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c M ET K& THE AR & B # R E M Phaeocystis sp. X HHA K P. globosa
F1 P. pouchetii 18S rDNA F %\, 3L Phylip35 247 S A9 2 77| BB & 45 [ foip 7 &
GREWME. ER KW, 2k B8R R 5K VAE EE P. globosa 185 tDNA J5 7| %4
ME, N FAFERT 2R HAMA P.globosa. 4 F 25K F B KT W
P. globosa #1P. pouchetii Wi IFF & B, & A T B A # & 3 89 P. globosa 7] &
B AR M AR B IR KA. Phaeocystis globosa 7~ [F] 4k 7 I &8 £ 5, FIEE = 3E N A
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P.globosa  P. pouchetii . P.globosa ,
8~ 9 mm'"?'; P. pouchetii , 8 C (2]
20 C ,

P.pluchetit  P. globosa 9

2 B

18S DNA , Phaeocystis sp.

P. globosa  P. pouchetii , ,
Phaeocystis , DNA
,
2
2.1
1, P. globosa CCMP627  P.pouchetii P361 Alfred
Wegenar Medlin L. K , Phaeocystis
sp. 1997 1999 .
. 1997
, 1999
1
Species Strain Origin Abbreviation GenBank Accession
Phaeocystis sp. Santou97 Southeast Chian Sea Santou A1279499
P. globosa CCMP627 Mexico Pgl627 AJ278035
P. globosa SK35 German Bight Pglsk35 PGS18SR
P. pouchetii P361 Svalbard( Norw ay) Ppo361 AJ278036
P. pouchetii SK34 Greenhnd Sea Ppo34 PPHL18SR
P. jahnii Unknown Mediterranean Sea Pja AF163148
P. cordata Unknown Mediterranean Sea Pco AF163147
2.2 DNA 18S rDNA PCR
25 mm’ (P= 1% SDS, 10 mmol/ dm’

EDTA pHS8. 0, 10 mmol/dm® TrisHCI pH7. 5, 10 mmol/dm’ NaCl), 185 rDNA

18N1: 5 GGATCAGAATT CTAT CT GGTT GATCCTGCCAG3 , 18N11R: 5 CTCAGTAAGCTT
GATCCTTCCGCAGGTT CACCS, 185 rDNA 1~ 21 bp 1775~ 1796

, . DNA [5]. PCR 94 C 2 min,
C 1min,55 C 1 min, 72 ‘C 2 min, 30 , , 2mm’ 1%
, PCR Qiaquick PCR Purification Kit( QIAGEN, Germany) ,—20°C
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2.3
PCR 377 (ABI PRISM) , 18N1,
18N5(5 TGGTGCCAGCAGCCGCGGTAT , 185 tDNA 812~ 830 bp)
I8N11R, 4 (P. globosa SK31, P. pouchetii,
P.jahnii, P. wrdata), Pcgene 6.0 , .
PHYLIP DNA dist Kimura , Neighborjoining
parsimony ,  Pavlowa gyrans , 100.
3
Phaeocystis sp. P. globosa CCMP627, P.pouchetii P361 18S
DNA : Kimura K W Kme 2.
2 18S rDNA ( K nud
1 2 3 4 5 6 7 8
1 Ppo361 0. 0000 0. 003 1 0. 016 6 0.012 0 0.0127 0.0180 0. 034 3 0.1365
2 Ppo34 0. 000 0 0.0159 0. 009 8 0. 0105 0.0147 0. 030 9 0.1324
3 Pgl627 0. 000 0 0. 005 2 0. 006 5 0.0251 0.038 9 0. 1459
4 Santou 0. 000 0 0. 0013 0. 0179 0. 031 6 0. 1370
5 Pglsk35 0. 000 0 0.0192 0.032 9 0. 1386
6 Pco 0. 000 0 0.023 8 0. 126 4
7 Pja 0. 000 0 0.1308
8 Pgy 0. 0000
, Phaeocystis Pavlova gyrans 87%
~ 90% , . ( 1),
P. globosa (CCMP627  SK35) Phaeocystis sp.
, , P. pouchetit(P361  SK34) ,P. cordata  P.jahnii
. , P. globosa P. pouchetit
Phaeocystis 9 R ,
, . P.pouchetit  P. globosa,
, Kornm ann P .pouchetit  P. globosa
, P. globosa P. pouchetit ,
. P. globosa  P. pouchetii
(71 ’ , ’ ,
18S rDNA , P. globosa ,
P. pouchetii 2% , 1997 1999
P . globosa. Phaeocyst is rDNA ITS

P. globosa( s ), ,
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P. jahnii
P. cordata
P. pouchetii SK34
100. 0
99.0
P. pouchetii P361
98.0
Phaeocystis sp.
100. 0
P. globosa SK35
59.0
P. globosa CCMP627
Pavlova gyrans
1 18S rDNA
Phaeocystis ,Medlin " rRNA
9
Ochman"” rRNA , (P.globosa)
(P. pouchetii ) 5000 a, P. pouchetit P.globosa 5000 a
[ 10]
2 2 2 2 2
, P. globos
(endemic species) . , ( 2.5~
7 Um) N . ’ ’
) Phaeocystis ,

BE Alfred Wegenar % 3 f1ig % F 0 Medlin L K t# + 8 # 7 %M P. globosa
CCMP627 #1 P. pouchetii P361. B 5 K % /K& & H1 AT B WU A0 [ K 7%y 1 8 PRl o
W 1R (R E R w8 R [ B Phaeocystis sp. , ¥ BOH .
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Molecular identification and origin analysis on “red- tide’
related Phaeocystis causative species
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Abstract: The 18S rRN A genes of “ redtide” related Phaeocystis sp. from the southeast coast of China, and its
related species P. globosa and P. pouchetii are sequenced. Phylogenetic trees are constructed by using these 18S
rDNA sequences. It is cdlearly shown that Phaeocystis sp. from the southeast coast of China is remarkably similar to
several isolates of P. globosa rather than P. pouchetii. The results demonstrate that the bloonforming species of
Phaeocystics most likely originated from an endemic w arm-water species. The phenotypes of different members of
the genus Phaeocystis are variable, apparently changing in response to environmental conditions.
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