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Fig. 1 Overview of the interaction between plant growth-promoting microorganisms and seagrass
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The research progress of plant growth-promoting
microorganisms in seagrass

Wang meiyu, Zhen wenquan,  Zhang lina

(Ocean College of Tangshan Normal University, Tangshan, Hebei 063000, China)

Abstract: Seagrass meadows play.a vital role in protecting marine biodiversity, mitigating ocean acidification, and
preventing soil erosion in the coastal ecosystem. However, global climate change and human activities seriously af-
fect the life of seagrass, which causes the widespread degradation of the seagrass and threatens the safety of coastal
ecosystems. Recently, the vital value of microorganisms in promoting the energy flow of seagrass meadows and
their growth and development has gradually gained attention. Plant Growth-Promoting microorganisms(PGPM)
will play their value in seedling cultivation, plant transplantation, seed planting, and other techniques of seagrass
meadow restoration. This paper reviewed the research on how seagrass interacts with microorganisms to promote
the growth of plants and increase the resistance to abiotic stress. We introduced the mechanism of PGPM to en-
hance plant stress tolerance under high temperature, high salt, and low light. The proposed use of modern molecu-
lar biology technology to screen seagrass PGPM, clarify the colonization site of PGPM, and explore the molecular
interaction mechanism between PGPM and seagrass under different environmental conditions. To provide a refer-

ence for promoting the application of PGPM in seagrass meadow restoration and seagrass protection.

Key words: seagrass; plant growth-promoting microorganisms; seagrass meadow remediation
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