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Table 1 Known seagrass pathogens and hosts
MR P SRR HER BTN
Zostera marina Oomycetes, 1l 1 P& I 7 3 o [47-48]
Heterokonta Tk, Ml
YR E
Zostera marina, Zostera muelleri, Zostera caulescens, Zostera japonica, Zostera noltii, Zostera Labyrinthulomye WG HI-F455 [51]

pacifica, Cymodocea nodosa, Posidonia oceanicaRuppia cirrhosa, Ruppia maritima, Syringodium  etes, Heterokonta

isoetifolium, Thalassia testudinum,

Halophila ovalis

Ruppia brachypus, Ruppia rostellata, Ruppia spiralis, Ruppia maritimus

Phytomyxea, (53 [45]
Rhizaria,
Plasmodiophora
Phytomyxea, AL [45]
Rhizaria
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Fig. 1 Classification of microorganisms in seagrass meadows
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The research progress of microorganisms in seagrass meadows
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(1. Hainan Academy of Ocean and Fisheries Sciences, Haikou 571126, China; 2. Key Laboratory of Utilization and Conservation for Trop-
ical Marine Bioresources, Ministry of Education, Hainan Tropical Ocean University, Sanya 572022, China; 3. State Key Laboratory of Mar-
ine Resource Utilization in South China Sea, Hainan University, Haikou 570228, China)

Abstract: Seagrass are a kind of monocotyledonous plants growing in marine environments. Microorganisms such
as bacteria, fungi, microalgae, archaea and viruses inhabiting seagrass organs and environment play an important
role in controlling growth, nutrition and health of seagrass, and maintaining material cycling in seagrass meadows.
In this paper, we briefly summarized some recent progresses in studying of microorganisms in seagrass meadows,
and discussed the possible directions for future research in this area. Seagrasses microbiome is significantly differ-
ent from the microbial community in sediment and seawater, which is distributed in discrete and highly heterogen-
eous ecological niches, and the model remains consistent on a wide geographical scale. It is not controlled by the
seagrasses species and sediment types, but mainly depended on the environment and the metabolism of seagrasses.
Most seagrass core microbial communities are associated with the sulfur cycle. In the future, methods such as simu-
lation experiment, the ecological model, genome, metagenome, metatranscriptome and metabolome can be used to
study diversity, composition, function, colonization and diseases of microorganisms in seagrass meadows. Addition-
ally, it is of great significance to reveal the interrelationships among microorganisms, seagrasses and the environ-

ment for the protection of threatened seagrass meadows.

Key words: seagrass meadows; holobiont; core microbiome; diversity; environment
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